(A) Carbon metabolism -
Glyoxylate and dicarboxylate metabolism
Photosynthesis - antenna proteins

Carbon fixation in photosynthefic organisms
Biosynthesis of amino acids

Ribosome |

Glycolysis / Gluconeogenesis |

Pyruvate metabolism

Valine, leucine and isoleucine degradation
Glycine, serine and threonine metabolism
Peroxisome -

Pentose phosphate pathway

Citrate cycle (TCA cycle) o

Fatty acid degradation —

Propanoate metfabolism -

Alanine, aspartate and glutamate metabolism
Glycerophospholipid metabolism
Proteasome -

Endocytosis';1

Ribosome biogenesis in eukaryotes

L4

(B)
Photosynthesis - antenna proteins i
Valine, leucine and isoleucine degradation -
Phosphatidylinositol signaling system —
Biosynthesis of amino acids —
Homologous recombination —
Lysine biosynthesis —
Pentose phosphate pathway —
Alanine, aspartate and glutamate metabolism —
Fructose and mannose metabolism —
Monobactam biosynthesis —
Inositol phosphate metabolism —
Carbon metabolism —
Ribosome biogenesis in eukaryotes —
Ribosome —
Propanoate metabolism —
RNA degradation —

MAPK signaling pathway - plant:—)

05 06 07 08
Rich Ratio

Glycine, serine and threonine metabolism - (@)

Amino sugar and nucleotide sugar metabolism — O

Glycerophospholipid metabolism — [®)

Gene Number
97

314

531

748

965

Qvalue
0

1.0e-5
2.0e-5

3.0e-5

® Gene Number

® 35
® 23

@ 11
@

@ =

Qvalue
0

2.0e-3
4.0e-3

6.0e-3

0.30 0.35 0.40
Rich Ratio

Figure S6: KEGG enrichment bubble charts. (A) Drought stress group. (B) Rehydration group
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